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3.DGP:degenerate primer GSP:Gene specific primer

CpFAD
CpFAD 227
AtFAD7 236 77 %
LeFAD 229 75
StFAD 225 =l 75
NtFAD 235 70
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3. At:Arabidopsis thaliana( )
Le:Lycopersicon esculentum( )
St:Solanum tuberosum( )
Nt:Nicotiana tabacum( )
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RB:Right border, P-NCR:SoyCMV noncoding region promoter
HPT :Hygromycin phosphotransferase, T-35S:CaMV35S terminater
P-E12Q :CaMV35S based hyper promoter, Ex:Exon,
T-NOS:Nopaline synthase terminater, LB:Left border
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